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Roles and regulation of m°A
RNA modification in flies

N°-methyladenosine RNA (m6A) is a prevalent mRNA
modification in vertebrates. While its functions in the
regulation of posttranscriptional gene expression are
beginning to be unveiled, the precise roles of m°A
during development of complex organisms remain
unclear. We have carried out a comprehensive
molecular and physiological characterization of the
individual components of the methyltransferase
complex as well as of the YTH nuclear reader protein in
Drosophila melanogaster. We identified the member of
the split ends protein family, Spenito, as a novel bona
fide subunit of the methyltransferase complex. We
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